[Segregation distortion of molecular markers in recombinant inbred populations in soybean (G. max)].
The segregation distortion of 238 molecular markers in a RILs population from cultivated/semi-wild soybean cross was analysed. 29.4% of the loci were found with segregation distortion, and direction of deviation was mainly towards cultivated variety Changnong 4. RAPD markers have a higher distortion rate than other molecular markers.